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ERROR DETECTED jeyflCBSTED CORRECTION 

.1- .um 1cu.11 pua* HEADERS. WHICH WERE INSERTED BY PTO SOFTWARE 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENCUSH •ALPHA HEAOuo. ""«•" 

I 

Wnoocd Aminos 

prevent "wrapping." 

•2 Invalid Line Length ThemlmetiuirclhaU^^ This includes whitens. 

J Misaligned Amino The numbering under each J* amino acid is misaligned .Do not use lab codes between numbers; 

Numbering use spice characters, instead. 

Ue submitted file was not saved in ASCil(DOS) text, as required by the Sequence Rules. Please 



Non-ASCII 
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_ Variable Length 



_PaientIn 2.0 
"bug" 



ensure your subsequent submission is saved In ASCII text. 

Sequences) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 
each n or XaTcan only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be rmssmg. 

A "bug" in Patcntln version 2.0 has caused.the <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patenlln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220><223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220><223> sections for 
Artificial or Unknown sequences. 

7 Skipped Sequences Sequence^ _ missing. If intentional, please in^ 

(OLORULES) (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where X is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
(ai) SEQUENCE OESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 

g Skipped Sequences Sequences) missing. If Intentional, please insert the following lines for each skipped sequence. 

(NEW RULES) <2I0> sequence id number 
<400> sequence id number 
000 

9 Useofn'sorXaa's Use of n 'sand/or Xaa's have been delected in the Sequence Listing. 

(NEWRULES) Perl.B2)ofSequenceRulcs.useof^ 

In <220> to <22)> section, please explain location of n or Xaa, and which residue n or Xaa represents. 
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Jnvalid <2I3> 
Response ~ 



II Useof<220> 



12 Patenlln 2.0 

-bug* 



Per I 82) of Sequence Rules, the only valid <2I)> responses are: Unknown, Artificial Sequence or 
scientific nime (Genus/species). <220>-<22J> section is required when <2I3> response is Unknown or 
is Artificial Sequence 

_ S rnii f nrr(t) " ; « : F?ff lt» <" Q> "P«tint" and rTorhtnl nnpnrrir irlrniifif^^H^pwrstr 

Useof <220> to <22)> is MANDATORY if <2I3> "Organism- response is-Artificial Sequence or 
"Unknown." Please explain source of genclicmatcrial in <220> to <223> section. 
(fed eral Regist J 06/0 1/1998, Vol. oi. No. 104, pp. »oi l -J2) (Sec. 1.U1J o f Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 10. This causes a corrupted file, 
resulting in missing irondatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file lo (loppy disk. 



13 Misuse ofn/Xaa V can only represent a single nucleotide ; "Xaa- can only represent a single amino acid 



AMC - Biotechnology Systems Branch - 09/09/2003 
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RAH SEQUENCE LISTING DATE: 04/26/2005 

PATENT APPLICATION: US/09/474 , 677C TIME: 11:34:50 

Input Set : A:\Sequence Listing.ST25.txt 
Output Set: N:\CRF4\O4262005\I474677C.raw 

3 <110> APPLICANT: Sharma, Yash P. 

5 <120> TITLE OF INVENTION: Treatment and Prevention of HIV and Other Viral Infections 
7 <130> FILE REFERENCE: 66262-00001 
9 <140> CURRENT APPLICATION NUMBER: 09/474, 677C 
C— > 10 <141> CURRENT FILING DATE: 1999-12-09 

12 <150> PRIOR APPLICATION NUMBER: 60/114,540 
• 13 <151> PRIOR FILING DATE: 1998-12-29 

15 <150> PRIOR APPLICATION NUMBER: 09/015 # 830 

16 <151> PRIOR FILING DATE: 1998-01-29 
18 <160> NUMBER OF SEQ ID NOS: 1 

20 <170> SOFTWARE: Patentln version 3.3 ^ Qfelli 

22 <210> SEQ ID NO: 1 W*k*r*l 



22 <210> SEQ ID NO: 1 "^QP** Ij 0 t Qn^ 

23 <211> LENGTH: 9 ^ktoZrtty 

24 <212> TYPE: PRT ^i^L 



24 <212> TYPE: PRT * ^®Afe« 

25 <213> ORGANISM: Artificial Sfflufinca. * M, ^0»r 

27 <220> FEATURE: 

28 <223> OTHER INFORMATIONijlrtificial Sequence 
30 <400> SEQUENCE: 1 

32 Ala Ser Gin Asn Tyr Pro He Val Gin 

33 1 5 



file^/C:\CRF4\Outhold\VsrI474677C.htm 
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VERIFICATIOH SUMMARY DATE: 04/26/2005 

PATENT APPLICATION: OS/09/474, 677C TIME: 11:34:51 

Input Set : A:\Sequence Listing.ST25.txt 
Output Set: N:\CRF4\04262005\I474677C.raw 

L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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